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Forest plots for the cell-adjusted continuous BMI model 
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Forest plot for probe:
cg25185429 [EGOT]
Leave-one-out plots for the cell-adjusted continuous 
BMI model 
 
Plots show –log10 P-values for meta-analyses with each cohort (x-axis) omitted. The red, full 
horizontal line indicates the –log10 P-value for the meta-analysis with all cohorts included. The 
black, dashed horizontal line indicates the Bonferroni cut off for genome-wide significance 
(1.06 * 10-7). 
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Leave−one−out plot for probe:
cg12009398 [VIPR2]
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Leave−one−out plot for probe:
cg09285795 [AK055145]
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Leave−one−out plot for probe:
cg17782974 [TRIM8]
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Leave−one−out plot for probe:
cg17514558 [PCDHB19P]
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Leave−one−out plot for probe:
cg01517690 [ZSWIM2]
Density plots: ALSPAC 
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